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Abstract

White spot syndrome virus (WSSV) is one of the most devastating viral pathogens
in shrimp farming that causes high mortality and large economic loss. Apoptosis or
prosrammed cell death plays an important role in the antiviral immunity of many
organisms including shrimp. High temperature requirement protein A2 (HtrA2) is an
apoptosis-activating protein to enhance apoptosis process. In the previous study, HtrA2
gene designated as FmHtrA2 has been cloned and characterized from banana shrimp
Fenneropenaeus merguiensis in our lab. The full-length of this gene consisted of 1,919
bp encoding a polypeptide of 445 amino acids with five different domains. In this study,
the tissue distribution profile of FmHtrA2 was examined. Semi-quantitative reverse
transcription-polymerase chain reaction (RT-PCR) analysis showed that the FmHtrA2
MRNA was expressed highly in the hepatopancreas and muscle but rarely in other
tissues. In order to investigate molecular response of FmHtrA2 gene to WSSV infection,
semi-quantitative RT-PCR analysis was also used to analyze gene expression pattern. The
results showed that the temporal FmHtrA2 mRNA in the hepatopancreas was up-
regulated to peak at 72 hr after stimulation with WSSV. From our preliminary data, the
obtained results may lead to better understanding of defense mechanisms in term of
apoptosis of shrimp.
Keywords: HtrA2, Apoptosis, Fenneropenaeus merguiensis, white spot syndrome virus,

immune system
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WSyMeEssInevesaditianarswaduarlunsiianoadiiinsiniteviowwaditld Sudl
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sondududiwvesiapdva (nuclear fragmentation) lAsH1AUYAAY (chromatin condensation)
wagAduauansiniduniay (chromosomal DNA fragmentation) ¥liiAinn1suengangvesead
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A2, HtrA2) (Cande et al., 2002)
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Tudaurthe ffunuifeifaaulafiasAnwsuuuunsuansesnvesduiilunismevausssions
wilgathdeite wssv  ludaunthe Fanuiteerahlimsuisoyafiugrusedulianaves
Tusiu HerA2 fiAeatesiunsinesnenindaludouatheundely
IngUITaIAYaINIIIRY

1. wlefnwinisuanseanuesBulusiiu Hera2 Tuidaidasng q aanfauete

2. e namamienidhede Wssv densuanseonvesBulusiiu HirA2

Tuauytne

WUIAR NOBY) NTOULUIAN

< o 1 [y (Y { [ ) = ay o 1o
ﬂﬂ"?NLUuaW’j‘llmﬂigﬁ]ﬂﬂuwa\ﬂUﬂQNﬂiﬁL@L?IEIU@J?%UUQNﬂiJﬂULLUUhJ"\]']LW’]% (Loker,

9 9

Y o

Adema, Zhang, & Kepler, 2004) finalnnsUasiunuiesiienuegsonlnuanfessuugiauiu
A a 1o a I Y 2
Aduusnillanuseanld 2 seuu Ae
Ay o o & o v § @ = ¥ & [y Y o v a

1. szuugilfuiuwuuadeias dnldwadidnidendluleiidundnlunisreduasidnas
wlantasu Feausanindswvantasulaeisnie o laua nsnauiuwadaedswlnlelnda
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Mnseuiefulusiu HrA2 nuinsinwifeafuunuimmiiiveslusiu HirA2

a

waznalnnisiinesnenindaludninguasamdeudiddesunuazdslinusenuluguyiie

v 1%
Y av A=

aaiuuIdeiidsaulanasdnwsuuuunsianseenvesduillunisnevausdenisinieniiely
Weo WSSV lufawydhe enazilvnsuisleyanugiuseaulianavedlusiu HirA2 Metes

fluagnenlv@aniinannisiwtienimede WSSV Tudaustieunguy

/AU
nslaautasAnenaniAvasgulUshiy HtrA2

genuuUlnsesAs N (gene specific primen) Anduiiandlelndvadlusiiu HerA2
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